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Abstract

This configuration manual gives detailed information about the required tools,
libraries, and settings for ensuring reproducibility of the results. It outlines the soft-
ware and hardware requirements in a structured and easily understandable manner.

System Requirements

The experiments and codes were run on a personal Windows laptop with the following
hardware and software configurations

1.1

1.2

Hardware Requirements
Operating System: Windows or Linux
Processor: Intel Core i5 10th Gen or Higher (Tested on Intel Core Ultra 7 155H)
Cores: Minimum 6 core CPU for good performance (Tested on 16 Core CPU)
RAM: Minimum 16GB RAM
Storage: Atleast 20GB of free disk space for storing dataset and model files
GPU: Minimum 8GB GPU for good performance (Tested on NVIDIA GeForce RTX
4060 Laptop GPU with 8GB VRAM)

Software Requirements

Python version 3.10 or higher (Tested on 3.12.3)
Jupyter notebook or Google Colab required to run the code file
CUDA: Minimum CUDA version 11.8 or higher (Tested on CUDA version 12.1)

Extracting Files from Zip

Download the provided .zip file
Extract the files present in the zip folder

Place the extracted files at the desired folder path
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e The zip file also contains a word file with the link to the dataset. This link can be
used to download the dataset as the dataset size is 6.07GB in total.

3 Environment Setup

In order to run the code file, an anaconda environment needs to be setup with all the
required libraries and python packages along with the dependencies. For doing this, an
environment creation file named cancer-classification.yml containing all the required
packages has been provided in the .zip file. Just simply run the following commands given
below in anaconda prompt after extracting the .yml file from the zip. Before running the
command for environment creation ensure that the working directory for anaconda is set
to the folder location in which you have placed the cancer-classification.yml file.

Note: Expect the environment setup to take upto 15 to 30 minutes in total.

conda env create —-f cancer-classification.yml
After creating the environment, activate it using the command given below:

conda activate cancer-classification

4 Running the code

After setting up the environment and activating it, open Jupyter notebook to run the
code file.

4.1 Dataset directory

After opening Jupyter notebook, ensure that the working directory is set to the location
where you have saved the provided dataset files downloaded from the given link. As given
in the code line below, you can replace the path with the path where you have stored the
dataset files.

cd "Path where the dataset is stored"

Also the ’lIs’ command could be used to ensure you are in the right directory. Once
the path following cd is correctly replaced, simply run all cells.

4.2 Checking if GPU is being used by torch

In order to ensure that the models are being trained on the GPU, run the commands
given below:

print (torch.cuda.is_available())
print (torch.cuda.get_device_name(0) if torch.cuda.is_available() else "CPU only")
print (torch.version.cuda)

After running the above check, expect to see an output similar to the one given below:
True

NVIDIA GeForce RTX 4660 Laptop GPU
12.1



4.3 Setting the seed

To ensure reproducibility, random seed was set using the following commands:

seed = 42

set_seed(seed, reproducible=True)
torch.manual_seed(seed)
np.random.seed(seed)
random.seed(seed)

4.4 Tensorboard logging

Tensorboard logging was utilized to store the various charts under Exploratory data
analysis (EDA) and model training metrics (losses, accuracy, etc) under conventional
training. The Tensorboard could be accessed right from the Jupyter notebook by using
the following commands:

%load_ext tensorboard

%tensorboard --logdir=runs/dataset_eda
-- To view the charts for EDA

htensorboard --logdir=runs/cancer_resnet34
-- To view the logs for ResNet34

%tensorboard --logdir=runs/cancer_efficientnet_b2
-- To view the logs for EfficientNetB2

htensorboard --logdir=runs/cancer_vit_bl6
-- To view the logs for ViT_Base_Patchl16_224

htensorboard --logdir=runs/cancer_deit_small
-- To view the logs for DeiT_Small_Patchl16_224

Note: The command to access Tensorboard logs has been hashed out in the main
code file. To access the tensorboard logs remove the hash and use any of the codes
provided above to access the desired log.

These are the instructions that need to be followed in order to run the code file.
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